Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.045; wR factor = 0.115; data-to-parameter ratio = 14.2.
In the title compound, C 11 H 11 FN 4 S, the dihedral angle between the 1,2,4-triazole ring and the benzene ring is 25. 04 (12) and an intramoleuclar C-HÁ Á ÁS interaction leads to an S(6) ring. In the crystal, inversion dimers linked by pairs of N-HÁ Á ÁS hydrogen bonds generate R 2 2 (8) loops.
Related literature
For a related structure and background references, see: Devarajegowda et al. (2010) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx; Ày þ 1; Àz.
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97. (Devarajegowda et al.,2010) . We report here the crystal structure of the title compound ( Fig. 1 ). The packing of the molecules in the title structure is depicted in Fig. 2 . The 1,2,4 triazole ring (N3 N4 N5 C9 C10 is not coplanar with the benzene ring (C12-C17) system; the dihedral angle between the two planes being 25.04 (12)°. The crystal structure is characterized by intermolecular N4-H4···S1 and intramolecular C11-H11···S1 interactions are observed (Table 1) .
An equimolar mixture of the triazole (0.02 mol) and 4-fluorobenzaldehyde (0.02 mol) in absolute ethanol (30 ml) was refluxed with concentrated H 2 S O 4 (0.5 ml) for 1-2 hrs. On cooling the reaction mixture, the solid product separated was crystallized from ethanol as colourless blocks. The synthesized compound was evaluated for antibacterial and antifungal activity by cup-plate diffusion method and used as the standard drugs for antibacterial and antifungal activity respectively.
Refinement
All H atoms were placed at calculated positions and refined as riding, with N-H = 0.86 Å, Csp 2 -H = 0.93 Å, C(methylene)-H = 0.97 and C(methyl)-H = 0.96 Å. U iso (H) = xU eq (C,N), where x = 1.5 for methyl H and 1.2 for all other H atoms.
Computing details
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT (Bruker, 2001) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication:
SHELXL97 (Sheldrick, 2008 Paciking of the molecules. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3-Ethyl-4-[(E)-(4-fluorobenzylidene)amino]-1H-1,2,4-triazole-5(4H)-thione

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.22343 (8) 
